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Reinterrogation Presents a Streamlined Approach
to Analysis of High-Density Tumor Microarrays (TMA)
Mounted on Standard Glass Slides

CellScape Workflow Allows a Hypothesis-Driven VistaPlex Spatial Immune Profiling Assay Reveals Sample Reinterrogation Validates Putative TLS Structures in
Approach to Spatial Multiplexing Putative TLS Structures in Human Lung Adenocarcinoma Human PD-L1+ Lung Adenocarcinoma
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